ABSTRACT We report here the genome sequence of a Salmonella enterica serotype Senftenberg strain, isolated from feather meal, in which the Salmonella pathogenicity island-1 was deleted.
respectively. Annotation was performed using the DDBJ Fast Annotation and Submission Tool (DFAST) (4) . The overall GC content was 52.3%, and the number of coding sequences was 4,669. Multilocus sequence typing was performed using MLST 2.0 from the assembled genome (5). The strain was typed as sequence type 217 (ST-217). ST-217 belongs to eBG30, which is common to S. enterica serotype Senftenberg (6) .
The Salmonella pathogenicity island-1 (SPI-1), which includes invA, was absent in this strain. The missing region was similar to that of the S. enterica serotype Senftenberg strain N17-509 (7). A nonsense mutation was found at nucleotide position 1621 of phsA, encoding thiosulfate reductase, a key enzyme for hydrogen sulfide production (8) .
Data availability. These genome sequences have been deposited in DDBJ/ENA/ GenBank under the accession numbers AP019692, AP019693, and AP019694. The raw sequence data were deposited in the DDBJ Sequence Read Archive under accession number DRR178302.
